The structures of the new antibiotics streptocidins A~Dwere elucidated as cyclic The streptocidins are a family of closely related cyclic decapeptide antibiotics that were isolated from the culture broth of Streptomyces sp. Tu 6071. The fermentation, isolation, and biological activities of the streptocidins A~D are described in the preceding paper1-1. Here, we report the elucidation of the primary structure of the streptocidins (Fig. 1) , together with NMR analysis of the primary structure and molecular topology of streptocidins C and D. 
conformational data which indicate a molecular topology of streptocidins C and D similar to those oftyrocidine A and gramicidin S.
The streptocidins are a family of closely related cyclic decapeptide antibiotics that were isolated from the culture broth of Streptomyces sp. Tu 6071. The fermentation, isolation, and biological activities of the streptocidins A~D are described in the preceding paper1-1. Here, we report the elucidation of the primary structure of the streptocidins (Fig. 1) , together with NMR analysis of the primary structure and molecular topology of streptocidins C and D. Materials For sequencing and data analysis the manufacturers chemicals, software and standard protocols for protein microsequencing were used. The relative retention time for ornithine (not contained in the PTH-amino acid standards) was estimated from the corresponding peak identified during sequencing of a synthetic peptide containing ornithine at defined positions. The C-terminal amino acid aldehyde could not be identified by this procedure, but could be inferred from the measured mass and the amino acid analysis data. NMRSpectroscopy ID and 2D NMR spectra were recorded on a Bruker AMX2-600 spectrometer operating at a proton frequency of 600.13MHz using a 5-mm inverse triple resonance probehead equipped with z-gradients. respectively. The raw data were subjected to apodization by suitable windowfunctions and zero rilling prior to Fourier Results MAY 2001 transformation, phase correction, and automatic baseline correction. The spectra were referenced to the signal of the The primary structures of streptocidins A~D (Fig. 1 ) solvent at 5 (1H)=2.50ppm, and S (13C)=39.5 ppm.
were elucidated by a combination of chiral-phase GC-MS of the hydrolysates, ES-MS, and Edmansequencing after Tables 1  and 2 and allowed 3JNa coupling constants were extracted from P.E.COSY Arrows symbolize the observed backbone NOEs, which are indicative of secondary structure (thick: antiparallel j3-pleated sheet, normal: /3-turns)8). Broken lines symbolize hydrogen bonds whose presence was supported by observation of amide hydrogen temperature coefficients <| 2 1 ppb/K (Table 5) .
